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The area of research has two main directions: (1) automatic knowledge extraction from the
texts of scientific publications, patents and factual databases and (2) computer analysis of the
structural and functional organization of proteins, molecular modeling and computer design
of biologically active compounds with a given activity. He is the author of ANDSystem, a
software and information system for intellectual analysis of texts of scientific publications,
designed for automatic knowledge extraction and reconstruction of gene networks
(Ilvanisenko et al, 2019); under his leadership, an intelligent information retrieval system for
scientific literature ANDDigest was created (lvanisenko et al., 2020); SOLANUM TUBEROSUM
knowledge base has been created containing molecular genetic data on potatoes, including
gene networks on a full genome scale, as well as information on markers, breeding traits and
consumer properties of potatoes, diseases, pathogens and pests, potato protection products,
extracted using methods Al from scientific publications, patents and databases (Saik et al.,
2017, Ivanisenko et al., 2018, Demenkov et al., 2019); a new approach has been developed to
study the conformational properties of proteins based on the analysis of hydrogen bond
networks in the trajectories of molecular dynamics and macroscale dynamics reproduced
using elastic models (Alemasov et al, 2021, Alemasov et al, 2020, Alemasov et al, 2019,
Alemasov et al, 2018, Alemasov et al, 2018). Computer design and molecular modeling of ADP
and morpholinonucleoside conjugates as a new class of PARP-1, PARP-2 and PARP-3 inhibitors
was carried out (Sherstyuk, Ivanisenko N et al., 2020); using computer rational design, for the
first time in the world, low-molecular chemical compounds and peptides capable of inducing
the external signaling pathway of apoptosis have been created (Hillert et al, Oncogene 2020,
Hillert et al, Cell Death Differ 2020; Seyrek et al, 2020, Ivanisenko N. et al, 2019).
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